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A Study from the first QFT-Plus test's TB value
of examinees with 29 positives for the retest,
and a comparative study of the retest rate of
QuantiFERON®TB Gold Plus and QuantiFERONeTB
Gold.

Asuna Ishii, Kyoko Tomioka and Hirokazu Fukushima

[Introduction] Due to the decision criteria changes
to adopt the QuantiFERON®TB Gold Plus (QFT-Plus) for
diagnostic tests, clinicians may lose the opportunity
to retest, thereby overlooking some positive results

Therefore, this study compared the QFT-Plus and
QuantiFERON®TB Gold (QFT-3G) test results from

tuberculosis (TB) screening based on the laws and

ordinances at health centers in Saitama. Then, we

discussed the risk of overlooking examinees who were
susceptible to TB infection and pathogenesis based on
the reagent change from QFT-3G to QFT-Plus.
[Materials and Methods] We examined 7,018 examinees
who agreed to undergo TB screening from April 2019 to
September 2021. Subsequently, we investigated (1) the
results of the first QFT-Plus test’s measured value
of examinees who tested negative or positive based on

(2) the

retest and positivity rates of examinees within the

the second QFT-Plus test’ s result. Then

QFT-Plus test and QFT-3G test result’ s conventional
[Results] We

observed that the first test’s measured value of 29

indeterminate decision criteria
positives on the retest was within the conventional
indeterminate decision criteria. However, the retest
rate for the QFT-3G test was 48.9% higher than 14.0%
for the QFT-Plus test. [Discussion] Based on our
results, the 549 negatives whose TB values were within
the conventional indeterminate decision criteria on
the first QFT-Plus test would test indeterminate
before they were introduced to QFT-Plus, leading to
the opportunity for early detection of examinees
susceptible to TB infection and pathogenesis.
after we measured the conventional

QFT-Plus test, we

Furthermore,

indeterminate value for the
discovered that it is essential to make comprehensive
decisions rather than focusing on only the results.
[Conclusion] Therefore, we propose that the findings
of this study be used in public health centers for

future TB screening based on laws and ordinances.

Kekkaku:97 (5), 263-268 (2022)

Development of a new quantification method of
Sarcocystis cruzi through detection of the
acety|-CoA synthetase gene

Oba™*!,

Mizutani*'3, Hitoshi Takemae™

Rie Doi, Mami Tetsuya Furuya®, Tetsuya

Genetic information on S. cruzi is scarce, and there
is no specific quantitative method for the detection
and quantification of the parasite in infected cattle
In this study, we aimed to develop a method based on
high—throughput sequencing of S. cruzi genome and
transcriptome that specifically and quantitatively
detects the S cruzi acetyl-CoA synthetase gene
(ScACS). Cardiac muscles were collected to obtain

sarcocysts from which DNA and RNA were extracted for



the high—throughput sequencing. Using the sequences,
we developed a specific quantitative PCR assay which
could distinguish S. cruzi ACS from that of Toxoplasma
gondii by taking advantage of the differences in their
exon/intron organizations and validated the assay
with the microscopic counting of the S. cruzi
bradyzoites. Thus, this assay will be useful for
future studies of S. cruzi pathogenesis in cattle and
for the surveillance of infected animals, thereby

easing public health concerns

The Journal of Veterinary Medical Science: 85(1),
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Evaluation of the capacity to produce Histamine
by Histamine-producing bacteria during storage
at 10 °C

Yusuke Chiba*, Akane Fujiwara®, Noritaka Yoshino™,
Misa Ohsaka™, Mika Sato®, Saeko Takase, Rie Doi,
Kayoko Ohtsuka, Shinichi Shimada and Rie Ishii*®

We investigated histamine production capacity using
seven histamine—producing bacterial strains under
storage at 10°C, a more reasonable cold storage
condition. Subsequently, we examined the variation of
histamine production in buffers, the correlation
between bacterial density and histamine production
quantities, and the growth rate in broths. Results
showed that similar levels of histamine were produced
in buffers even after 5 days of storage under certain
conditions in which histamine—producing bacteria did
bacterial density  was

not grow. Moreover,

proportional to histamine production, and the
coefficient of determination was more than 0.97, and
the bacterial density required to produce 200 p g/ mL
of histamine during storage at 10°C was calculated
to be 4X10%-4X10% CFU/ mL. When the

bacterial density was 10°-10° CFU/mL, psychrophilic

initial

bacteria required 2 or 3 days and mesophilic bacteria
required more than 4 days to grow above 107 CFU/ mL.
The above results suggest that understanding the
capacity of histamine—-producing bacteria to produce
histamine and its growth rate in foods is important

for the prevention of histamine food poisoning.

Food Hygiene and Safety Science: 63(4), 129-135(2022)
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E. coli BLUHEBT FUOREEMRAREICEITS
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IS0 16140-3: 2021 TIIEMEMIEOMERZFHMT 5
FEE L L C LODs (50% DIREETHME L 22 2L ~L) %
BHL TS, B coli ROEEA T Ko BREH O &M ERE
FEAEEE LA FERSALTWDN, £ 0 LODse B E X
TV DB ARFOPEREFHMN 23 M C & 22 W BUR A B
L. ZO®H, T ORBRIEIC OV TR ATRE 72 e FE
BEEFHMET 52 2 BIE L, LODDHEE ZRATZ. &L
EEERVEEEZ AV, RERYEOFHICEIAEL O
DOFHITIE, LODsoiL E. coli skBR{LET19~31 CFU/ mL, ##
7 FUEREET29~49 CFU/ mL THho7z. 61, 19
DT R TEFEZHNTeO>ORMLY 7LD LODsZHEE
L7z, E. coli #BRIETHEM L7228 LODsfiIL14~27
CFU/ g O#iPH, #e7 FUEREECTHH L-EI325~48
CFU/ g O#IFAT, RMFEIOFEIC X 2 RHEE ORI
B LN T2, HFIET LD R m £ I3RE L oo
T~ BV 7D L0Ds & 5> DIATHER THelk L=, i
1EOHETE LODso & B AA = DOFER O LT, IS0 16140-3: 2021
THE SNIZHFRRBFE CTH DA4EUNTH 0, RER=ERIC
BOTHRBRE S bRBEORBRIEREL AT 5 LHESH
7o ABFZEIE, SBFEETICRT S A Y v ROVEREREED R
YFv—r L LTEHEND Z EBHIRFEND.
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